Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.026; wR factor = 0.065; data-to-parameter ratio = 13.7.
In the title compound, {[Cu(C 12 H 10 O 8 )(C 12 H 8 N 2 )]ÁH 2 O} n , the Cu II ion is five-coordinated by two N atoms from one phenanthroline ligand and three O atoms from three different H 2 L 2À anions (H 4 L is bicyclo[2.2.2]oct-7-ene-2,3,5,6-tetracarboxylic acid) in a distorted square-pyramidal geometry. Each H 2 L 2À ion bridges three Cu II atoms to form a zigzag sheet parallel to the ab plane. The crystal structure is consolidated by O-HÁ Á ÁO hydrogen bonds.
Related literature
For general background, see: Yang et al. (2008) .
Experimental
Crystal data [Cu(C 12 H 10 O 8 ) (C 12 
Data collection
Bruker APEX CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. 
Table 2
Hydrogen-bond geometry (Å , ). 2H 2 O (0.5 mmol) was suspended in deionized water (12 ml) and sealed in a 20-ml Teflon-lined autoclave. The mixture was heated at 373 K for 7 d and then the autoclave was slowly cooled to room temperature. The grown single crystals were collected, washed with deionized water and dried.
Refinement
H atoms on C atoms were generated geometrically and refined as riding atoms with C-H = 0.93-0.98 Å and U iso (H) = 1.2U eq (C). The H atoms of the water molecules were located in a difference Fourier map and refined with an O-H distance restraint of 0.85 (1) Å and with U iso (H) = 1.2U eq (O).
Figures Fig. 1 . Part of the polymeric structure of the title compound, showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Symmetry codes: (i) x -1, y, z; (ii) 2 -x, y -1/2, 2 -z. Cell parameters from 4555 reflections a = 6.5900 (4) Least-squares matrix: full H atoms treated by a mixture of independent and constrained refinement
where (11 
